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ERZ: 31 431 (129%) 17,31 (684%) 6,31 (19.4%) *
NERZ% 108 6,108 (5.6%) 68,108 (63.0%) 10 /108 (9.3%)
OA% 43 343 (70%) 27543 (62.8%) 343 (7.0%)
CONBE 112 5112 (45%) 71,112 (63.4%) 5/112  (45%)
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